Table 2 Mapping of putative unique transcripts (PUTSs) to cotton genome

PUTs mapped to PUTs mapped to PUTs mapped to two or  Total genomic loci  Genomics loci with AS rate (%)
genome (% of total ~ single locus (% of ~ more loci (% of mapped with mapped PUTs alternative splicing (AS)
PUTs) mapped PUTs) PUTs)

196098 (70.3) 113180 (57.7) 82918 (42.3) 88420 23930 27.1




